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Basics of sequencing

DNA
Carry the information in
the cell
Presence

RNA

Transport the information

in the cell
Activity

Sequencing can be applied to polluted sites:
* to identify the microorganisms present in the environment and their potential to degrade pollutants;
- This information can be used to develop strategies for bioremediation of the polluted site.
* to monitor changes in microbial populations over time as the site is remediated
- This can help determine the effectiveness of remediation strategies and inform future
approaches to environmental cleanup.

Amplification of the
165 gene

Sequencing

Syntrophus

Dehalogenimonas

Autres genres bactériens
majoritaires

_ Bacterial identification
Metabolic functions



HYDREKA

www.hydreka.com

A Halma company

Identification of the cause of the biofilm

> Which bacteria are present in the biofilm ?

J

Which environment allows the development of this
biofilm ?

J

How to avoid the biofilm formation ?
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Rarefaction curves
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‘ More than 200 genii identified

Few genii are the main bacteria in the biofilm
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Rarefaction curves
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Which bacteria are present in the biofilm ?

l mmmmmm=) A full array of SOB among which Sulfurimonas (main genus)

Which environment allows the development of this biofilm ?

l m==) (Oxydisable sulfur source + oxygen available

How to avoid the biofilm formation ?

Deplete sulfur availability => not feasible
Deplete oxygene availability => addition of carbon source to
bring strong anaerobic condition

E——)




HYDREKA Bioremediation of VOHC: monitoring of a pilot test

www.hydreka.com

A Halma company

|s bioremediation efficient and are all the conditions needed implemented during a pilot test
to ensure lasting effects ?

Chloroethene degradation

Labscale test were conclusive on the feasibility of a

N Injection bioremediation of chloroethenes.
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= AtTO, degradation pathway is incomplete. =< only pceA and tceA were
present.
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Treatment is working.

» From T2, the full pathway gets involved and starts to get the job done. - Are the changes e going to last?

* AtT3and T4 Dhlis installed and the full pathway is active.

‘ Only a view of the dechlorination functions.
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Sequencing allow a broader assessment of the impact of a treatment on community.

T

E Acetobacter B Acinetobacter
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Evolution of the communities

25 major geni
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Geobacterabundance increases through
time : Geobacter supplies an important
cofactor to Dehaloccoides for
chloroethenes degradation

Dehaloccoides relative abundance
increases through time
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Strong evolution of the communities linked to the
injection
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What else can we infer?
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Community is more adapted to aerobic to
slightly reducing conditions.
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i Evolutionof the terminalacceptor,

Community becomes rapidly anaerabic.
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This tool gives a broader view of the biological component to answer questions :
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